Table S2a.  Power for discovery for common alleles

	
	MAF=10%
	MAF=20%
	MAF=30%
	MAF=50%

	
	
	OR
	
	
	OR
	
	
	OR
	
	
	OR
	

	N 
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3

	10000
	0
	2.7
	28.9
	0.2
	15.8
	78.5
	0.4
	31.8
	94.2
	0.6
	44.8
	98.2

	20000
	0.3
	23.2
	87.7
	1.8
	72.3
	99.9
	4.3
	91.4
	100
	7.3
	97.1
	100

	30000
	1.0
	57.1
	99.3
	7.1
	96.5
	100
	16.3
	99.7
	100
	25.6
	100
	100

	40000
	2.8
	82.9
	100
	17.6
	99.8
	100
	35.7
	100
	100
	50.9
	100
	100

	50000
	6.0
	94.8
	100
	32.3
	100
	100
	57.0
	100
	100
	73.2
	100
	100



Table S2b. Power for translation for common alleles

	
	MAF=10%
	MAF=20%
	MAF=30%
	MAF=50%

	
	
	OR
	
	
	OR
	
	
	OR
	
	
	OR
	

	N 
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3
	1.1
	1.2
	1.3

	10000
	1.1
	20.1
	69.4
	3.5
	53.8
	96.9
	6.1
	73.7
	99.6
	8.6
	84.3
	99.9

	20000
	4.7
	63.7
	98.7
	16.1
	95.4
	100
	27.7
	99.3
	100
	37.4
	99.9
	100

	30000
	11.5
	89.7
	100
	36.2
	99.8
	100
	55.6
	100
	100
	68.5
	100
	100

	40000
	21.1
	97.9
	100
	57.3
	100
	100
	77.5
	100
	100
	87.6
	100
	100

	50000
	32.7
	99.7
	100
	74.4
	100
	100
	90.3
	100
	100
	96.0
	100
	100



Table S2c.  Power for discovery for rare alleles

	
	MAF=0.1%
	MAF=1%
	MAF=3%
	MAF=5%

	
	OR
	OR
	OR
	OR

	N 
	1.5
	3
	1.5
	3
	1.5
	3
	1.5
	3

	10000
	0
	2.6
	1.0
	98.4
	20.3
	100
	56.7
	100

	20000
	0
	12.4
	7.4
	100
	75.1
	100
	98.2
	100

	30000
	0
	29.1
	21.9
	100
	96.7
	100
	100
	100

	40000
	0
	48.4
	41.7
	100
	99.8
	100
	100
	100

	50000
	0.2
	65.9
	61.5
	100
	100
	100
	100
	100



Table S2d.  Power for translation for rare alleles

	
	MAF=0.1%
	MAF=1%
	MAF=3%
	MAF=5%

	
	OR
	OR
	OR
	OR

	N 
	1.5
	3
	1.5
	3
	1.5
	3
	1.5
	3

	10000
	0.3
	14.1
	9.3
	99.9
	57.2
	100
	88.2
	100

	20000
	0.7
	38.8
	32.8
	100
	95.5
	100
	99.9
	100

	30000
	1.2
	62.5
	59.0
	100
	99.8
	100
	100
	100

	40000
	1.8
	79.7
	78.7
	100
	100
	100
	100
	100

	50000
	2.7
	89.9
	90.3
	100
	100
	100
	100
	100



[bookmark: _GoBack]
